Materials and Methods
DNA demethylation
Cells were cultured in medium with 10% FBS containing concentrations of 5 μM 5-azacytidine (Nacalai Tesque) for 48 h. After treatment with 5-azacytidine, total RNA was extracted from the cells. For analysis of miRNA expression levels, isolated RNAs were cleaned up using miRNeasy mini kit (Qiagen, Hilden, Germany) and reverse-transcribed using miRNURYLNA Universal RT kit according to the manufacturer's protocol. LNA PCR primer sets (Exiqon) targeting hsa-miR-23b-3p (Product No.204790), hsa-miR-27b-3p (Product No.205915), hsa-miR-24-3p (Product No.204260 ) were used to detect miRNA expression. miRNA levels were measured by the comparative ΔΔCt method using RNU48 as a control and expressed as values relative to the indicated control sample. Figure 2D and 3A. The results of western blotting with an anti-E2F1 antibody were quantified by densitometry, and the ratio of E2F1 to GAPDH is shown. Figure S7 . Full-length western blots for Figure 6C and 6E. The results of western blotting with an anti-FOXP2 antibody were quantified by densitometry, and the ratio of FOXP2 to GAPDH is shown. Figure S8 . Full-length western blots for Figure 8A . The results of western blotting with an anti-FOXP2 antibody were quantified by densitometry, and the ratio of FOXP2 to GAPDH is shown.
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